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Cancer clinical trials continue to be the gold standard by which new preventive, treatment, supportive care, and other interventions are tested and compared with existing interventions. New clinical trial designs are emerging with the recognition that a single cancer type may consist of many different molecular subtypes and that a given molecular alteration may drive many different types of cancer. At the same time, it is important that more patients have the opportunity to enroll in trials, to ensure that the results of trials are as broadly applicable as possible and that answers are obtained as quickly as possible.

	Computational Science Research and Big Data:

Medical images provide a rich source of data that describe anatomic and functional phenotypes of patients and their disease processes. This information is complementary to genetic information and will have an important role in characterizing cancer progression, particularly the development of heterogeneity on a local and global scale. There has been tremendous progress in the use of computational methods to characterize imaging phenotypes in a quantifiable and reproducible way through the efforts of the QIN network and others.These efforts should be encouraged in order for imaging phenotype data to contribute (along side of genetic and other data) to our understanding of cancer biology and progression in individual patients.  In support of these efforts, the development and support of cancer image repositories that provide researchers access to high quality imagery from multiple modalities and associated genetic, clinical and outcome data would be critical. Expansion of the efforts on the the Cancer Imaging Archive coordinated with imaging data collected as part of the National Clinical trials Network trials would provide a unique resource to accelerate progress.



